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XXII. Transposase-DNA Complex Structures Reveal Mechanisms for Conjugative Transposition ofAntibiotic ResistanceRubio-Cosials A., Schulz E. C., Lambertsen L., Smyshlyaev G., Rojas-Cordova C., Forslund K., KARACA EREK E., BebelA., Bork P., Barabas O.CELL, vol.173, no.1, pp.208-240, 2018 (SCI-Expanded)XXIII. M3: an integrative framework for structure determination of molecular machines  KARACA EREK E., Rodrigues J. P. G. L. M., Graziadei A., Bonvin A. M. J. J., Carlomagno T.NATURE METHODS, vol.14, no.9, pp.897-905, 2017 (SCI-Expanded)XXIV. Sense and simplicity in HADDOCK scoring: Lessons from CASP-CAPRI round 1  Vangone A., Rodrigues J. P. G. L. M., Xue L. C., van Zundert G. C. P., Geng C., Kurkcuoglu Z., Nellen M., Narasimhan S.,KARACA EREK E., van Dijk M., et al.PROTEINS-STRUCTURE FUNCTION AND BIOINFORMATICS, vol.85, no.3, pp.417-423, 2017 (SCI-Expanded)XXV. Structural snapshots o f Xer recombination reveal activation by synaptic complex remodeling and DNA bendingBebel A., KARACA EREK E., Kumar B., Stark W. M., Barabas O.ELIFE, vol.5, 2016 (SCI-Expanded)XXVI. Prediction of homoprotein and heteroprotein complexes by protein docking and template-basedmodeling: A CASP-CAPRI experimentLensink M. F., Velankar S., Kryshtafovych A., Huang S., Schneidman-Duhovny D., Sali A., Segura J., Fernandez-Fuentes N., Viswanath S., Elber R., et al.PROTEINS-STRUCTURE FUNCTION AND BIOINFORMATICS, vol.84, pp.323-348, 2016 (SCI-Expanded)XXVII. The HADDOCK2.2 Web Server: User-Friendly Integrative Modeling of Biomolecular Complexesvan Zundert G. C. P., Rodrigues J. P. G. L. M., Trellet M., Schmitz C., Kastritis P. L., KARACA EREK E., Melquiond A. S. J.,van Dijk M., de Vries S. J., Bonvin A. M. J. J.JOURNAL OF MOLECULAR BIOLOGY, vol.428, no.4, pp.720-725, 2016 (SCI-Expanded)XXVIII. Blind prediction of interfacial water positions in CAPRI  Lensink M. F., Moal I. H., Bates P. A., Kastritis P. L., Melquiond A. S. J., KARACA EREK E., Schmitz C., van Dijk M.,Bonvin A. M. J. J., Eisenstein M., et al.PROTEINS-STRUCTURE FUNCTION AND BIOINFORMATICS, vol.82, no.4, pp.620-632, 2014 (SCI-Expanded)XXIX. Defining the limits o f homology modeling in information-driven protein docking    Rodrigues J. P. G. L. M., Melquiond A. S. J., KARACA EREK E., Trellet M., van Dijk M., van Zundert G. C. P., Schmitz C.,de Vries S. J., Bordogna A., Bonati L., et al.PROTEINS-STRUCTURE FUNCTION AND BIOINFORMATICS, vol.81, no.12, pp.2119-2128, 2013 (SCI-Expanded)XXX. Advances in integrative modeling of biomolecular complexes  KARACA EREK E., Bonvin A. M. J. J.METHODS, vol.59, no.3, pp.372-381, 2013 (SCI-Expanded)XXXI. Clustering biomolecular complexes by residue contacts similarityRodrigues J. P. G. L. M., Trellet M., Schmitz C., Kastritis P., KARACA EREK E., Melquiond A. S. J., Bonvin A. M. J. J.PROTEINS-STRUCTURE FUNCTION AND BIOINFORMATICS, vol.80, no.7, pp.1810-1817, 2012 (SCI-Expanded)XXXII. Next challenges in protein-protein docking: from proteome to  interactome and beyond    Melquiond A. S. J., KARACA EREK E., Kastritis P. L., Bonvin A. M. J. J.WILEY INTERDISCIPLINARY REVIEWS-COMPUTATIONAL MOLECULAR SCIENCE, vol.2, no.4, pp.642-651, 2012(SCI-Expanded)XXXIII. A Multidomain Flexible Docking Approach to  Deal with Large Conformational Changes in the  Modeling of Biomolecular ComplexesKARACA EREK E., Bonvin A. M. J. J.STRUCTURE, vol.19, no.4, pp.555-565, 2011 (SCI-Expanded)XXXIV. Alternative Allosteric Mechanisms Can Regulate the Substrate and E2 in SUMO Conjugation KARACA EREK E., Tozluoglu M., Nussinov R., HALİLOĞLU T.JOURNAL OF MOLECULAR BIOLOGY, vol.406, no.4, pp.620-630, 2011 (SCI-Expanded)XXXV. Strengths and weaknesses of data-driven docking in critical assessment o f prediction of interactions  



de Vries S. J., Melquiond A. S. J., Kastritis P. L., KARACA EREK E., Bordogna A., van Dijk M., Rodrigues J. P. G. L. M.,Bonvin A. M. J. J.PROTEINS-STRUCTURE FUNCTION AND BIOINFORMATICS, vol.78, no.15, pp.3242-3249, 2010 (SCI-Expanded)XXXVI. Understanding the Role o f the Josephin Domain in the PolyUb Binding and Cleavage Properties o f     Ataxin-3Nicastro G., Todi S. V., KARACA EREK E., Bonvin A. M. J. J., Paulson H. L., Pastore A.PLOS ONE, vol.5, no.8, 2010 (SCI-Expanded)XXXVII. Building Macromolecular Assemblies by Information-driven DockingKARACA EREK E., Melquiond A. S. J., de Vries S. J., Kastritis P. L., Bonvin A. M. J. J.MOLECULAR & CELLULAR PROTEOMICS, vol.9, no.8, pp.1784-1794, 2010 (SCI-Expanded)XXXVIII. A Mechanistic View of the Role o f E3 in Sumoylation   Tozluoglu M., KARACA EREK E., Nussinov R., Halilogiu T.PLOS COMPUTATIONAL BIOLOGY, vol.6, no.8, 2010 (SCI-Expanded)XXXIX. Cataloging and organizing p73 interactions in cell cycle arrest and apoptosis Tozluoglu M., KARACA EREK E., HALİLOĞLU T., Nussinov R.NUCLEIC ACIDS RESEARCH, vol.36, no.15, pp.5033-5049, 2008 (SCI-Expanded)
Articles Published in Other JournalsI. Arayüz Mutasyonlarının Protein Etkileşimlerine Tesirini Tahmin Eden Algoritmalarla HADDOCK'unPerformansının KarşılaştırılmasıKoşaca M., Şamiloğlu E., KARACA EREK E.International Journal of Advances in Engineering and Pure Sciences, 2021 (Peer-Reviewed Journal)II. Türk Ulusal Bilim e-Altyapısı TRUBA'da Moleküler Dinamik Paketi GROMACS'in PerformansOptimizasyonuSAVAŞ B., KARACA EREK E.International Journal of Advances in Engineering and Pure Sciences, 2021 (Peer-Reviewed Journal)
Books & Book ChaptersI. Protein Etkileşimlerinin Deneysel ve Hesaplamalı Yaklaşımlarla Bütüncül Olarak ModellenmesiACUNER S. E., İmat N. B., İlter M., Şamiloğlu E., KARACA EREK E., ŞENSOY Ö.in: PROTEİN: Yapısı, mühendisliği, etkileşimleri, dinamiği ve ilaç tasarımındaki yeri, Dr. Öğretim Üyesi Saliha EceACUNER, Editor, Ankara Nobel Tıp Kitabevleri, Ankara, pp.223-237, 2022II. Peptide derivatives o f erythropoietin in the treatment o f neuroinflammation and neurodegeneration   ERCAN İ., TÜFEKCİ K. U., KARACA EREK E., GENÇ Ş., GENÇ K. K.in: Therapeutic Proteins and Peptides (Advances in protein chemistry and structural biology, Volume 112),ROSSEN DONEV, Editor, Academic Press , pp.309-357, 2018
Refereed Congress / Symposium Publications in ProceedingsI. Integrative modelling with HADDOCK - https://meetings.embo.org/event/19-integrative-structural-bio logyBonvin A. M., KARACA EREK E.Practical integrative structural biology, Hamburg, Germany, 3 - 09 October 2019II. TAM FAMILY PROTEIN AXL’s LIGAND SELECTIVITY IS REGULATED BY THREE CHARGED AMINOACIDSKarakulak T., Batur T., Rodrigues J. P., Öztürk M., KARACA EREK E.



ISMB/ECCB 2019, Basel, Switzerland, 21 - 25 July 2019III. Towards characterizing the factors tuning the specificity o f biomolecular complexes  KARACA EREK E.6th International BAU Drug Design Congress, İstanbul, Turkey, 13 - 15 December 2018IV. A Structural Insight into  DNA Methylation   Doğan D., KARACA EREK E.11th International Symposium onHealth Informatics and Bioinformatics, Antalya, Turkey, 25 - 27 October 2018V. Molecular specificity o f TAM family receptorstowards different ligands  Karakulak T., KARACA EREK E.11th International Symposium onHealth Informatics and Bioinformatics, Antalya, Turkey, 25 - 27 October 2018VI. Investigating Sequence Specificity in Mammalian De novo DNA Methyltransferases through Structural Insight Doğan D., KARACA EREK E.6thInternational Congress of theMolecular Biology Associationof Turkey, İzmir, Turkey, 5 - 08 September 2018VII. Analysis o f Mitotic Functions of Mastl Kinase erguven m., Karakulak T., KARACA EREK E., Diril M. K.6thInternational Congress of theMolecular Biology Associationof Turkey, İzmir, Turkey, 5 - 08 September 2018VIII. Integrative Modeling of Biomolecular Interactions KARACA EREK E.6thInternational Congress of theMolecular Biology Associationof Turkey, İzmir, Turkey, 5 - 08 September 2018IX. Structure Determination of Molecular MachinesKARACA EREK E.Workshop in Applied Structural Bioinformatics, Bergen, Norway, 16 - 20 October 2017X. Regulation of c-Met signaling by Neddylation in HCC cells Yılmaz Y., güloglu b., Topel H., KARACA EREK E., ATABEY S. N.42.FEBS Cogress fom molecules to cell and back, 7 - 10 September 2017, vol.284, pp.262XI. Upgrading HADDOCK for the Structure Calculation of Molecular MachinesKARACA EREK E.Haddock Developer’s Meeting, Utrecht, Netherlands, 22 - 23 August 2017XII. An Integrative Framework for Structure Determination of Molecular  MachinesKARACA EREK E., Rodrigues J. P., Andrea G., Bonvin A. M., Carlomagno T.10th International Symposium on Health Informatics and Bioinformatics, Girne, Cyprus (Kktc), 28 - 30 June 2017
MetricsPublication: 57 Citation (WoS): 1618 Citation (Scopus): 2479 H-Index (WoS): 17 H-Index (Scopus): 17
Congress and Symposium Activities8th CAPRI evaluation meeting, Invited Speaker, Grenoble, France, 2024EMBO Lecture Course: Structural Biophysics of Biomolecular Complexes, Invited Speaker, İstanbul, Turkey, 2023Tübitak Türkiye-Fransa İkili İşbirliği Programı Çerçevesinde Araştırma Ziyareti, Invited Speaker, Paris, France, 2023EMBO YIN Annual Meeting, Attendee, Milan, Italy, 2023HUMBOLDT KOLLEG, Invited Speaker, Ankara, Turkey, 2023EMBO Practical Integrative Structural Biology Workshop, Invited Speaker, Hamburg, Germany, 2022



CASP Hakem Toplantısına Katılım, Invited Speaker, Basel, Switzerland, 2022EMBO YIP Retreat 2022, Attendee, Berlin, Germany, 2022Embo Yapısal Biyoloji Toplantısına Katılım, Invited Speaker, Krakow, Poland, 2022EMBL EBI Webinar: Impact of AlphaFold on teaching and training in life sciences, Panelists, Cambridge, England, 2022EMBO Laboratory Leadership for Group Leaders, Attendee, Heidelberg, Germany, 2022Research Visit to TU Berlin (Prof. Juri Rappsilber's Lab), Invited Speaker, Berlin, Germany, 2022Research visit under Tubitak-Minciencias Bilateral Research Program, Invited Speaker, Medellin, Colombia, 2022Ufuk Avrupa Genel Bilgi Günü Etkinliğine Katılım, Audience, İzmir, Turkey, 2022
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