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de Vries S. J., Melquiond A. S. J., Kastritis P. L., KARACA EREK E., Bordogna A., van Dijk M., Rodrigues J. P. G. L. M.,Bonvin A. M. J. J.PROTEINS-STRUCTURE FUNCTION AND BIOINFORMATICS, vol.78, no.15, pp.3242-3249, 2010 (SCI-Expanded)XXXVI. Understanding the Role o f the Josephin Domain in the PolyUb Binding and Cleavage Properties o fUnderstanding the Role o f the Josephin Domain in the PolyUb Binding and Cleavage Properties o fAtaxin-3Ataxin-3Nicastro G., Todi S. V., KARACA EREK E., Bonvin A. M. J. J., Paulson H. L., Pastore A.PLOS ONE, vol.5, no.8, 2010 (SCI-Expanded)XXXVII. Building Macromolecular Assemblies by Information-driven DockingBuilding Macromolecular Assemblies by Information-driven DockingKARACA EREK E., Melquiond A. S. J., de Vries S. J., Kastritis P. L., Bonvin A. M. J. J.MOLECULAR & CELLULAR PROTEOMICS, vol.9, no.8, pp.1784-1794, 2010 (SCI-Expanded)XXXVIII. A Mechanistic View of the Role o f E3 in SumoylationA Mechanistic View of the Role o f E3 in SumoylationTozluoglu M., KARACA EREK E., Nussinov R., Halilogiu T.PLOS COMPUTATIONAL BIOLOGY, vol.6, no.8, 2010 (SCI-Expanded)XXXIX. Cataloging and organizing p73 interactions in cell cycle arrest and apoptosisCataloging and organizing p73 interactions in cell cycle arrest and apoptosisTozluoglu M., KARACA EREK E., HALİLOĞLU T., Nussinov R.NUCLEIC ACIDS RESEARCH, vol.36, no.15, pp.5033-5049, 2008 (SCI-Expanded)
Articles Published in Other JournalsArticles Published in Other JournalsI. Arayüz Mutasyonlarının Protein Etkileşimlerine Tesirini Tahmin Eden Algoritmalarla HADDOCK'unArayüz Mutasyonlarının Protein Etkileşimlerine Tesirini Tahmin Eden Algoritmalarla HADDOCK'unPerformansının KarşılaştırılmasıPerformansının KarşılaştırılmasıKoşaca M., Şamiloğlu E., KARACA EREK E.International Journal of Advances in Engineering and Pure Sciences, 2021 (Peer-Reviewed Journal)II. Türk Ulusal Bilim e-Altyapısı TRUBA'da Moleküler Dinamik Paketi GROMACS'in PerformansTürk Ulusal Bilim e-Altyapısı TRUBA'da Moleküler Dinamik Paketi GROMACS'in PerformansOptimizasyonuOptimizasyonuSAVAŞ B., KARACA EREK E.International Journal of Advances in Engineering and Pure Sciences, 2021 (Peer-Reviewed Journal)
Books & Book ChaptersBooks & Book ChaptersI. Protein Etkileşimlerinin Deneysel ve Hesaplamalı Yaklaşımlarla Bütüncül Olarak ModellenmesiProtein Etkileşimlerinin Deneysel ve Hesaplamalı Yaklaşımlarla Bütüncül Olarak ModellenmesiACUNER S. E., İmat N. B., İlter M., Şamiloğlu E., KARACA EREK E., ŞENSOY Ö.in: PROTEİN: Yapısı, mühendisliği, etkileşimleri, dinamiği ve ilaç tasarımındaki yeri, Dr. Öğretim Üyesi Saliha EceACUNER, Editor, Ankara Nobel Tıp Kitabevleri, Ankara, pp.223-237, 2022II. Peptide derivatives o f erythropoietin in the treatment o f neuroinflammation and neurodegenerationPeptide derivatives o f erythropoietin in the treatment o f neuroinflammation and neurodegenerationERCAN İ., TÜFEKCİ K. U., KARACA EREK E., GENÇ Ş., GENÇ K. K.in: Therapeutic Proteins and Peptides (Advances in protein chemistry and structural biology, Volume 112),ROSSEN DONEV, Editor, Academic Press , pp.309-357, 2018
Refereed Congress / Symposium Publications in ProceedingsRefereed Congress / Symposium Publications in ProceedingsI. Integrative modelling with HADDOCK - https://meetings.embo.org/event/19-integrative-structural-Integrative modelling with HADDOCK - https://meetings.embo.org/event/19-integrative-structural-bio logybiologyBonvin A. M., KARACA EREK E.Practical integrative structural biology, Hamburg, Germany, 3 - 09 October 2019II. TAM FAMILY PROTEIN AXL’s LIGAND SELECTIVITY IS REGULATED BY THREE CHARGED AMINOTAM FAMILY PROTEIN AXL’s LIGAND SELECTIVITY IS REGULATED BY THREE CHARGED AMINOACIDSACIDSKarakulak T., Batur T., Rodrigues J. P., Öztürk M., KARACA EREK E.



ISMB/ECCB 2019, Basel, Switzerland, 21 - 25 July 2019III. Towards characterizing the factors tuning the specificity o f biomolecular complexesTowards characterizing the factors tuning the specificity o f biomolecular complexesKARACA EREK E.6th International BAU Drug Design Congress, İstanbul, Turkey, 13 - 15 December 2018IV. A Structural Insight into  DNA MethylationA Structural Insight into  DNA MethylationDoğan D., KARACA EREK E.11th International Symposium onHealth Informatics and Bioinformatics, Antalya, Turkey, 25 - 27 October 2018V. Molecular specificity o f TAM family receptorstowards different ligandsMolecular specificity o f TAM family receptorstowards different ligandsKarakulak T., KARACA EREK E.11th International Symposium onHealth Informatics and Bioinformatics, Antalya, Turkey, 25 - 27 October 2018VI. Investigating Sequence Specificity in Mammalian De novo DNA Methyltransferases throughInvestigating Sequence Specificity in Mammalian De novo DNA Methyltransferases throughStructural InsightStructural InsightDoğan D., KARACA EREK E.6thInternational Congress of theMolecular Biology Associationof Turkey, İzmir, Turkey, 5 - 08 September 2018VII. Analysis o f Mitotic Functions of Mastl KinaseAnalysis o f Mitotic Functions of Mastl Kinaseerguven m., Karakulak T., KARACA EREK E., Diril M. K.6thInternational Congress of theMolecular Biology Associationof Turkey, İzmir, Turkey, 5 - 08 September 2018VIII. Integrative Modeling of Biomolecular InteractionsIntegrative Modeling of Biomolecular InteractionsKARACA EREK E.6thInternational Congress of theMolecular Biology Associationof Turkey, İzmir, Turkey, 5 - 08 September 2018IX. Structure Determination of Molecular MachinesStructure Determination of Molecular MachinesKARACA EREK E.Workshop in Applied Structural Bioinformatics, Bergen, Norway, 16 - 20 October 2017X. Regulation of c-Met signaling by Neddylation in HCC cellsRegulation of c-Met signaling by Neddylation in HCC cellsYılmaz Y., güloglu b., Topel H., KARACA EREK E., ATABEY S. N.42.FEBS Cogress fom molecules to cell and back, 7 - 10 September 2017, vol.284, pp.262XI. Upgrading HADDOCK for the Structure Calculation of Molecular MachinesUpgrading HADDOCK for the Structure Calculation of Molecular MachinesKARACA EREK E.Haddock Developer’s Meeting, Utrecht, Netherlands, 22 - 23 August 2017XII. An Integrative Framework for Structure Determination of Molecular An Integrative Framework for Structure Determination of Molecular MachinesMachinesKARACA EREK E., Rodrigues J. P., Andrea G., Bonvin A. M., Carlomagno T.10th International Symposium on Health Informatics and Bioinformatics, Girne, Cyprus (Kktc), 28 - 30 June 2017
MetricsMetricsPublication: 57 Citation (WoS): 1618 Citation (Scopus): 2479 H-Index (WoS): 17 H-Index (Scopus): 17
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